


Homework #4 Biostats 518	Comment by Emily: I’m sorry you ran into so many problems with Stata! In future I would recommend typing up all you know about the concepts and potential methods/inferences you would conduct if you had generated good numbers/plots. Most of the points you lost were because you didn’t provide conceptual knowledge, not because your numbers weren’t right.
Overall Score:
3.5/10 + 3.5/10 + 2/10 + 0/10 = 9/40

1. Question 1
a. 
i. Method: Perform a cox regression on the data using serum LDL values as a continuous variable and death as the binary response variable. We then use a Wald test to find the 95% confidence intervals.	Comment by Emily: The basic method for inference is there, but you forgot to conduct or describe methods for descriptive statistics (such as a KM plot with percentiles, restricted mean, min-max, etc)
2.5/5 points.
ii. Inference: The resulting equation has an extremely high coefficient value for death (1.42e17) with a huge standard error (1.20e24) and a p-value of 1.00. The 95% CI is between 0 to infinity/undefined. The ldl coefficient is (1.000585) with a standard error of 0.0024, a p-value of 0.87, and a 95% CI between 0.99588 and 1.005306. All of this is essentially meaningless.	Comment by Emily: I’m sorry it didn’t work! You at least reported many of the types of outputs an inference would need, though maybe you could have said what sorts of inference could have been made from workable numbers? The ldl coefficient could be used to describe the difference in instantaneous risk of death for each 1 (or 10) unit change in LDL level, and a p-value can be used to reject the null hypothesis of no association. Also, you forgot the descriptive stats!
1/5 points.
b. Generated the fithrA variable with the command “1.000585 ^ (ldl – 160)”
2. Question 2
a. 
i. Method: Perform a cox regression on the data using the log of serum LDL values as a continuous variable and death as the binary response variable. We then use a Wald test to find the 95% confidence intervals.	Comment by Emily: See comment for P1.
2.5/5 points.
ii. Inference: The resulting equation has an extremely high coefficient value for death (1.06e18) with a huge standard error (2.59e25) and a p-value of 1.00. The 95% CI is between 0 to infinity/undefined. The log-ldl coefficient is (1.106189) with a standard error of 0. 2430217, a p-value of 0.646, and a 95% CI between .7191 and 1.7015. 	Comment by Emily: See comment for P1.
1/5 points.
b. Ran the “stcox logldl” command to obtain the risk ratio of logldl alone. Then ran “gen fithrB = .437521 ^ (logldl – log(160))” successfully.
3. Question 3
a. 
i. Method: Perform a cox regression on the data using the serum LDL values as a continuous variable, the square of the serum ldl value as the quadratic, continuous variable, and death as the binary response variable. We then use a Wald test to find the 95% confidence intervals.	Comment by Emily: See comment for P1. Also, for the quadratic situation, an additional test of nonlinearity and a plot of predicted values from the hazard regression models are needed.
1/5 points.
ii. Inference: The resulting equation has an extremely high coefficient value for death (3.88e17) with a huge standard error (5.26e24) and a p-value of 1.00. The 95% CI is between 0 to infinity/undefined. The ldl-squared coefficient is 0.999985 with a standard error of 0. 000047, a p-value of 0.758, and a 95% CI between .99989 and 1.00007. The ldl coefficient is 1.003967 with a standard error of 0.0122716 and a p-value of 0.724 with a 95% CI between 0.9821164 and 1.026304.	Comment by Emily: See comment for P1.
1/5 points.
b. Ran the “gen fithrC = 1.003967 ^ (ldl - 160) * .9999853 ^ (ldl^2 - 160^2)” command successfully.
4. Question 4	Comment by Emily: I’m sorry I can’t give you any points for this one... better luck with stata next time!
0/10 points.
a. I couldn’t get the graph working. I was able to generate a basic Kaplan-Meier Survival Plot with the “sts graph” command, but it wouldn’t allow me to input the fithr variables we made earlier.
i. [image: ]
b. Here’s how the fits looks when I plot them:
i. [image: ]



image1.emf
0.25 0.50 0.75 1.00

0.00

Kaplan-Meier survival estimate

T T T
500 1000 1500
analysis time

T
2000










image2.emf
ates

L

ler, survival e

Kaplan-ile

= TITREO TR SHO0PEO0DEAD~

 5000000000))

O
LRSS

)€00000000000¢

)

YrrrYYTYT











